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2221442299 Q Eu}A] ¥ thala 7 olo] % E (autophagy-related protein 7 isoform) c,

45031439] 7}l (cathepsin) D 2] & X 2|2l (preproprotein),
208973244°] 14-3-3 Z=E|Ql AlEH(protein zeta)/HEF(delta),

45049199¢] Ag€l (keratin), B 11 AF)EAAHE (cytoskeletal) 8,

559568992 AZtE, EFQY [ Alo]ExAlE 9,

244301909 AZE EFY 1 AfelExAHE 15,

888530692 H|EZUE] A, 242346992 Atel €l [ AlolEAA Y 19,

58530842¢] Hl2AX Z 171 (desmoplakin) ©]AZ 11,
1193920819 ®.A] <1A}(complement factor) [ X ZE|el,

1184428392] 1A AAF B~ T2 1 AA,

257776002] ZZE|o}E 26S H](non)-ATPase A% A (subunit) 1,

113861619 Feba &a-2(1X) A HAFA],
1903410242] SPARC-rAH(like) w1 4],
45071499] ¥ SALO| = TI 25T ERA],

45045179 94 %7 (heat shock) @& HE}-1,

1242564969 &4 =7 70 kDa wA 1-FAFA],

1092552342] 290 kDa2] S4IA ©¥ld (centrosomal protein), 2

76694929 Z7] A3 =-3¢14F =4 G A(glyceraldehyde-3-phosphate dehydrogenase) 2 T4 % O 2 HE
3

AuE s ool guag mabahts wy

AT 2

S22 AKX W3 (G No.) 45578949] glolzx}l ATA|(lysozyme precursor),

Py A9 24E

2221442299 Q E3}A] #el whlA 7 olo]ZE (autophagy-related protein 7 isoform) c,

4503143¢] 7}¥141(cathepsin) D T g X2 2| ¢l (preproprotein),
2089732442] 14-3-3 X ZE|Q A€} (protein zeta)/ 2 EF(delta),

45049199 A#}el (keratin), B 11 Ale]EAAFE (cytoskeletal) 8,

559568992 At¥l, EFY I Alo]ExAbY 9,

244301909 A€ Bl 1 AlolE=AHE 15,

888530692 HIE&UEl ATA] 242346992 AtEl B¢ [ Aol EAAHE 19,

585308429 H|~R ™27 (desmoplakin) ©]a¥ 11,
1193920812 A <1A}(complement factor) I EZ]Z 2|9,

1184428392] ®W.A| <1z} H-¥d Z 2l 1 A4,
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257776009] = E|o}E 26S Y| (non)-ATPase A% A (subunit) 1,

11386161] el dak-2(1X) A A7,

190341024°] SPARC-frAH(like) THd 1 A4,

4507149¢] ¥ SALe] = T 257 ERA]

45045179 & %4 (heat shock) w92 wE}-1,

124256496 4 F4 70 kDa ©9A 1-FAA,

1092552342] 290 kDa®] A4 A @A (centrosomal protein), 2

76694922 28] AL 3| =-32A4F B4 G A (glyceraldehyde-3-phosphate dehydrogenase)® A E O 2 HE

A st ol W

27T% 3
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2221442299 @ Eu}A] ¥ thalza 7 olo] ZE (autophagy-related protein 7 isoform) c,
45031439 7}¥)Al(cathepsin) D ] Z 2 2 €|l (preproprotein),

2089732449] 14-3-3 Z 2 ¥l AlEH(protein zeta)/HEHdelta),

45049199 Alg}¥ (keratin), B} II Ale]E2AUE (cytoskeletal) 8,

559568992 7etel, ERQ) 1 AtolExAlE 9,
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888530692 HIEZWEl 4], 242346992] At E}Y) [ Ao lEXAUE 19,

585308429 d]l~X Z 271 (desmoplakin) ©]A% 11,

1193920812] H.A| 2 AF(complement factor) I E | Z =<,

1184428399 ®A 21z} H-#& X2 HQl 1 A4,

257776009] X ZEo}E 26S H](non)-ATPase A% A (subunit) 1,

11386161¢] Fepal &ah-2(1X) Al A4,

1903410242] SPARC-#AH(like) WA 1 AA],

45071499] Fr¥SALo| = TI 2T ERA],

45045179] 9 %7 (heat shock) Td wWEk-1,

124256496°] 4 F74 70 kDa oA 1-FAA,

1092552342] 290 kDa2] A A ©@¥lZ (centrosomal protein), %

76694929 2] A3 =-3¢14F B4 G A (glyceraldehyde-3-phosphate dehydrogenase) 2 T % O 2 FLE
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FFs FAEAT. Ao APAEE A Y AERE 33 v AFES APsla, a5 23] o HEH
gy g A~EE AEEgtt. 1 A A5 A B2 AR 1, 2014 ZH2F 13170, 161709 deidoe] HEE A,
Ed3Ate] gk X m F AT 1, 2004 264, 1837H9] @il o] HEFHATH. ALAIE 1, 204 161, 14470
o] whil Aol HEHATR(E 2)
St gt a3 S ] A3 WstE gRlsly] $18te] label-free quantification ™S =3t
of ZAgTtel vE) XE5 dA FATAA] 168 o] Frheh deld S bzt 92, 757 AESIYlA (% 1-2), A=
T Faete 9w 67, 64705 BT (R 3-4). olF = WA 3R] wlolentA FHE ouE zZk
o3 oA 4EE HEAQ cathepsin D, desmoplakin®] T AS A E western blotS F83te] (& 3) 9]
S ool A=Al WIS Esint.
E 12 ATl WE BTN L5 ol g F/he M aES vehad
Z 1
A B2} 104 1.5 o] Frhe v gAE
No. [GI No. MW Reference
1 4502101 38690 annexin Al
2 109255249 63871.45 |keratin, type Il cytoskeletal 4
3 213688375 41981.82 |actin, aortic smooth muscle
4 4504517 22768.49 |heat shock protein beta-1
5 45439327 204552.8 |periplakin
6 44890059 68437.3 involucrin
7 4503475 50438.36 |eukaryotic translation elongation factor 1 alpha 2
8 31543169 52080.16 [histone-lysine N-methyltransferase SUV420H2
9 5454052 27756.7 14-3-3 protein sigma
10 4506773 13233.5 protein S100-A9
11 4501887 41765.8 actin, cytoplasmic 2
12 77539758 11360.38 |histone H4
13 291045225 3710441 titin isoform N2-A
14 27436948 70618.16 | lamin-A/C isoform 3
15 4504183 23341.02 [glutathione S—transferase P
16 214010185 59114.2 amyloid-like protein 2 isoform 4
17 94536793 102933.8 | tubulin polyglutamylase TTLL7
18 167466177 92553.75 [cell division cycle protein 27 isoform 1
19 186659512 177860.6 | calmodulin-regulated spectrin-associated protein 1
20 61743954 628705.2 [neuroblast differentiation—associated protein AHNAK isoform 1
21 4504253 15135.42 |histone H2A.x
22 157653329 47942.04 |procollagen C-endopeptidase enhancer 1
23 109255234 290205.6  |centrosomal protein of 290 kDa
24 57864582 282225.7 |hornerin
25 41327708 154080.4 |crumbs homolog 1 precursor
26 124028519 160892.4 |hypothetical protein LOC158401 isoform 2
27 226246665 51091.87 |keratin, type Il cytoskeletal 72 isoform 2
28 73858564 45095.96 | corticosteroid-binding globulin precursor
29 212549782 222518.8 |caspase 8 associated protein 2
30 115511024 64831.51 lipase maturation factor 1
31 53729346 82807.91 |plakophilin-1 isoform 1b
32 208973244 27727.73 |14-3-3 protein zeta/delta
33 47607492 518156.3 [plectin isoform Ic
34 32455266 22096.28 |[peroxiredoxin-—1
35 28173554 13899.54 |histone H2B type 3-B
36 4505821 16561.8 prolactin-induced protein precursor
37 195947389 101902.1 |ectonucleotide pyrophosphatase/
phosphodiesterase family member 2 isoform 3 preproprotein
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38 178557739 192629.6 | complement C4-B preproprotein
39 5031863 65289.4 galectin-3-binding protein
40 94536788 103344.8 |THAP domain-—containing protein 9
41 5031579 76061.17 [A-kinase anchor protein 8
42 222144229 68573.8 autophagy-related protein 7 isoform ¢
43 262359929 253301.3 |protein ELYS
44 163659918 520794.2 |sacsin
45 154146262 571640.9 igGFc-binding protein precursor
46 206597522 106915.3 |arf-GAP with SH3 domain,
ANK repeat and PH domain-containing protein 2 isoform b
47 124256496 70331.45 |heat shock 70 kDa protein 1-like
48 169211906 22688.56  [PREDICTED: hypothetical protein
49 166795236 35686.62 | tumor—associated calcium signal transducer 2 precursor
50 12667788 226390.6  |myosin—9
51 57013276 50119.64 |tubulin alpha-1B chain
52 29788768 49920.98 | tubulin beta-2B chain
53 5902072 44536.6 serpin B3
54 60097902 434921.4 |[filaggrin
55 194248072 70009.18 |heat shock 70 kDa protein 1A/1B
56 16507237 72288.52 |78 kDa glucose-regulated protein
57 10190712 11654.76  |S100 calcium binding protein Al4
58 21614499 69369.84 |ezrin
59 5803227 27746.77 |14-3-3 protein theta
60 27894339 48101.24 |keratin 23
61 5032161 12465 transcription elongation factor B polypeptide 1
62 109148552 64377.6 keratin, type Il cytoskeletal 3
63 34734068 61538.3 fibulin-1 isoform A precursor
64 21071030 54219.66 |alpha 1B-glycoprotein precursor
65 5031839 60008.32 |keratin, type II cytoskeletal 6A
66 189083782 81890.13 [gelsolin isoform ¢
67 58530842 259954.2 |desmoplakin isoform II
68 239753016 13156.05 |PREDICTED: similar to hCG2042913
69 239752583 15863.81 |PREDICTED: hypothetical protein XP_002348171
70 209915573 80782.38 [amyloid beta A4 protein isoform f precursor
71 239753442 194818.7 |PREDICTED: HEAT repeat containing 7B1
72 4557373 61093.34 |[biotinidase precursor
73 154277116 1010419 nesprin-1 isoform 1
74 169207532 24015.14 |PREDICTED: similar to hCG2042717
75 37583869 148420 E3 ubiquitin-protein ligase RNF123
76 24430190 49167.11 |keratin, type I cytoskeletal 15
77 50592994 11729.74 |thioredoxin
78 116295258 129214.8 integrin alpha-2 precursor
79 5902010 45749.07 |transcription termination factor, mitochondrial precursor
80 155969697 59988.35 |keratin, type Il cytoskeletal 6C
81 24430192 51236.25 |keratin, type I cytoskeletal 16
82 12056468 81692.87 |[junction plakoglobin
83 33620759 39754.96 |LRP2-binding protein
84 119703753 60030.33 |keratin, type Il cytoskeletal 6B
85 7669492 36030.4 glyceraldehyde-3-phosphate dehydrogenase
86 260436922 60504.64 |[suprabasin isoform 1 precursor
87 4503143 44523.66 | cathepsin D preproprotein
88 192807292 55053.49 |keratin 24
89 4504489 59540.94 |histidine-rich glycoprotein precursor
90 4507725 15877.05 |transthyretin precursor
91 116734860 174651.4 |amylo-1,6-glucosidase, 4-alpha-glucanotransferase isoform 1
92 25777600 105768.7 | proteasome 26S non-ATPase subunit 1
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#£ 2
[0038] B3R} 2014 1.5w) o4 F7ha @ujd osE
No. |GI No. MW Reference
1 206597441 50362.9 |aldehyde dehydrogenase, dimeric NADP-preferring
2 4504935 55766.54 |keratin, type II cuticular Hb5
3 4557287 53120.61 |angiotensinogen preproprotein
4 4503571 47139.37 |alpha-enolase
5 5902010 45749.07 |transcription termination factor, mitochondrial precursor
6 25777600 105768.7 |proteasome 26S non-ATPase subunit 1
7 118442839 37625.96 | complement factor H-related protein 1 precursor
8 55743122 22995.26 |retinol-binding protein 4 precursor
9 213688375 41981.82 |actin, aortic smooth muscle
10 261278368 76506.45 |lipid phosphate phosphatase-related protein type 4 isoform 2
11 115527097 194191.4 |serine/threonine-protein kinase MRCK beta
12 4505529 23587.64 |alpha-l-acid glycoprotein 2 precursor
13 190341024 75161.32 [SPARC-like protein 1 precursor
14 222144229 68573.8 |autophagy-related protein 7 isoform c
15 58530840 331567.8 |[desmoplakin isoform I
16 11386161 65090.96 |collagen alpha-2(IX) chain precursor
17 33620759 39754.96 |LRP2-binding protein
18 109255234 290205.6 |centrosomal protein of 290 kDa
19 75677365 507374.4 |dynein heavy chain 2, axonemal
20 134031945 547136.1 [SCO-spondin precursor
21 4507509 23155.55 |[metalloproteinase inhibitor 1 precursor
22 34787409 166691.8 |ral GTPase—activating protein beta subunit
23 74271828 44385.62 |mTERF domain-containing protein 3, mitochondrial precursor
24 4501887 41765.8 |actin, cytoplasmic 2
25 4557373 61093.34 |biotinidase precursor
26 4506145 26541.09 |trypsin-1 preproprotein
27 156627579 22522 .28 |tetranectin precursor
28 4507149 15925.91 |superoxide dismutase
29 4505047 38404.8 | lumican precursor
30 33413418 42232.73 |signal peptide peptidase-like 3
31 4504489 59540.94 |histidine-rich glycoprotein precursor
32 162809334 163759.1 |pregnancy—zone protein precursor
33 4826762 45176.59 |haptoglobin isoform 1 preproprotein
34 144226251 42598.43 |[chitinase 3-1like 1 precursor
35 119392081 65676.66 [complement factor I preproprotein
36 4502149 11167.9 |apolipoprotein A-II preproprotein
37 4503143 44523.66 |cathepsin D preproprotein
38 58530842 259954.2 |[desmoplakin isoform II
39 89357932 56830.53 |keratin, type II cytoskeletal 78
40 62122917 247926.3 |[filaggrin family member 2
41 209862791 69012.77 |zinc finger protein 90
42 77539758 11360.38 |histone H4
43 156104891 58205.11 |general transcription factor IIF subunit 1
44 4502067 38973.99 |[protein AMBP preproprotein
45 42734397 43628.38 |ubiquitin-conjugating enzyme E2C binding protein
46 117320537 147775.9 |1-phosphatidylinositol-4,5-bisphosphate
phosphodiesterase gamma—2
47 61743957 28173.1 |C—>U-editing enzyme APOBEC-1
48 239755764 128617.5 |PREDICTED: hypothetical protein
49 22538442 33846.23 |cathepsin Z preproprotein
50 4505821 16561.8 |prolactin-induced protein precursor
51 239757666 14577.9 |PREDICTED: similar to hCG2040021
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52 148276990 134171.8 |zinc finger and BTB domain-containing protein 38
53 57529737 119521 PDZ domain containing ring finger 3

54 62526026 19104.11 |protein CutA isoform 3

55 5729770 61209.71 |[tripeptidyl-peptidase 1 preproprotein

56 111125011 41499.8 |WNT inhibitory factor 1 precursor

57 239758153 23120.24 [PREDICTED: similar to Ig heavy chain

58 153791670 65800.08 |keratin, type II cytoskeletal 2 oral

59 190684677 163715.5 |mitogen—activated protein kinase-binding protein 1 isoform b
60 57863250 184587.1 |terminal uridylyltransferase 4 isoform c

61 4507467 74634.1 |transforming growth factor—-beta-induced protein ig-h3 precursor
62 4503009 53117.17 |carboxypeptidase E preproprotein

63 222446620 124963 hypothetical protein LOC342346

64 115298678 187029.3 | complement C3 precursor

65 50659080 47620.63 |alpha—-1-antichymotrypsin precursor

66 4504619 29111.45 |insulin-like growth factor binding protein 7

67 4502261 52568.98 |antithrombin-III precursor

68 21071030 54219.66 |alpha 1B-glycoprotein precursor

69 4557894 16526.29 | lysozyme precursor

70 7669492 36030.4 |glyceraldehyde—-3-phosphate dehydrogenase

71 239752583 15863.81 |PREDICTED: hypothetical protein XP_002348171

72 169207532 24015.14 [PREDICTED: similar to hCG2042717

73 239756207 13240.43 |PREDICTED: similar to pre-B lymphocyte gene 2

74 110347423 90913.51 [spondin—1 precursor

75 205277441 46294.67 |serine (or cysteine) proteinase inhibitor,

clade A, member 7 precursor

[0039] 3] E 34 AFTOl WS BATAA 15wl Y SR AR 19T gad @R grsol,
Z 3
[0040] AR TolA AR § FAskeE g giE
No. GI No. MW Protein name

1 192807292 55053.49 |keratin 24

2 31543169 52080.16 |histone-lysine N-methyltransferase SUV420H2

3 41327708 154080.4 | crumbs homolog 1 precursor

4 109255249 63871.45 |keratin, type Il cytoskeletal 4

5 94536793 102933.8 |tubulin polyglutamylase TTLL7

6 167466177 92553.75 |[cell division cycle protein 27 isoform 1

7 186659512 177860.6 | calmodulin-regulated spectrin—associated protein 1

8 178557739 192629.6 | complement C4-B preproprotein

9 5031863 65289.4 |galectin—3-binding protein

10 109148552 64377.6  |keratin, type II cytoskeletal 3

11 4502101 38690 annexin Al

12 239753016 13156.05 |[PREDICTED: similar to hCG2042913

13 212549782 222518.8 |caspase 8 associated protein 2

14 115511024 64831.51 |lipase maturation factor 1

15 4557373 61093.34 |biotinidase precursor

16 37588869 148420 E3 ubiquitin-protein ligase RNF123

17 291045225 3710441 titin isoform N2-A

18 214010185 59114.2 |amyloid-like protein 2 isoform 4

19 94536788 103344.8 |THAP domain—containing protein 9

20 33620759 39754.96 [LRP2-binding protein

21 222144229 68573.8 |autophagy-related protein 7 isoform ¢

22 262359929 253301.3 |protein ELYS

23 163659918 520794.2 |sacsin

24 154146262 571640.9 |igGFc-binding protein precursor

_11_



[0041]

ZIHSd 10-2012-0129023

25 206597522 106915.3 |arf-GAP with SH3 domain,
ANK repeat and PH domain-containing protein 2 isoform b
26 169211906 22688.56 |PREDICTED: hypothetical protein
27 166795236 35686.62 |[tumor—associated calcium signal transducer 2 precursor
28 116734860 174651.4 |amylo—1,6-glucosidase, 4-alpha-glucanotransferase isoform 1
29 124028519 160892.4 |hypothetical protein LOC158401 isoform 2
30 226246665 51091.87 |keratin, type II cytoskeletal 72 isoform 2
31 73858564 45095.96 [corticosteroid-binding globulin precursor
32 239752583 15863.81 |PREDICTED: hypothetical protein XP_002348171
33 209915573 80782.38 |amyloid beta A4 protein isoform f precursor
34 239753442 194818.7 |PREDICTED: HEAT repeat containing 7B1
35 154277116 1010419  |nesprin-1 isoform 1
36 109255234 290205.6 [centrosomal protein of 290 kDa
37 34734068 61538.3 fibulin-1 isoform A precursor
38 189083782 81890.13 |gelsolin isoform ¢
39 195947389 101902.1 |ectonucleotide pyrophosphatase/
phosphodiesterase family member 2 isoform 3 preproprotein
40 4504183 23341.02 |[glutathione S-transferase P
41 169207532 24015.14 |PREDICTED: similar to hCG2042717
42 116295258 129214.8 |integrin alpha-2 precursor
43 5031579 76061.17 [A-kinase anchor protein 8
44 25777600 105768.7 |proteasome 26S non-ATPase subunit 1
45 157653329 47942.04 |procollagen C-endopeptidase enhancer 1
46 44890059 68437.3 involucrin
47 4503143 44523.66 | cathepsin D preproprotein
48 4504517 22768.49 |heat shock protein beta-1
49 4504489 59540.94 |histidine-rich glycoprotein precursor
50 4505821 16561.8 |prolactin-induced protein precursor
51 4503475 50438.36 |eukaryotic translation elongation factor 1 alpha 2
52 4501887 41765.8 |actin, cytoplasmic 2
53 5902010 45749.07 |[transcription termination factor, mitochondrial precursor
54 45439327 204552.8 |[periplakin
55 4507725 15877.05 |transthyretin precursor
56 21071030 54219.66 |alpha 1B-glycoprotein precursor
57 61743954 628705.2 |[neuroblast differentiation-associated protein AHNAK isoform 1
58 4504253 15135.42 |histone H2A.x
59 32455266 22096.28 |[peroxiredoxin—1
60 50592994 11729.74 |[thioredoxin
61 10190712 11654.76  |S100 calcium binding protein Al4
62 21614499 69369.84 |ezrin
63 213688375 41981.82 |actin, aortic smooth muscle
64 47607492 518156.3 |plectin isoform lc
65 24430190 49167.11 |keratin, type I cytoskeletal 15
66 4506773 13233.5 |protein S100-A9
67 208973244 27727.73 |14-3-3 protein zeta/delta
Z 4
B. @24 ARF Pasts 9wd frs
No. GI No. MW Reference

1 4504935 55766.54 |keratin, type II cuticular Hb5

2 25777600 105768.7 proteasome 26S non-ATPase subunit 1

3 115527097 194191.4 |serine/threonine-protein kinase MRCK beta

4 5902010 45749.07 transcription termination factor, mitochondrial precursor

5 55743122 22995.26 retinol-binding protein 4 precursor

6 261278368 76506.45 lipid phosphate phosphatase-related protein type 4 isoform 2
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7 190341024 75161.32 SPARC-1like protein 1 precursor

8 222144229 68573.8 autophagy-related protein 7 isoform ¢

9 134031945 547136.1 | SCO-spondin precursor

10 34787409 166691.8 ral GTPase-activating protein beta subunit

11 74271828 44385.62 [mTERF domain—containing protein 3, mitochondrial precursor

12 4501887 41765.8 actin, cytoplasmic 2

13 4507149 15925.91 superoxide dismutase

14 205277441 46294 .67 |serine (or cysteine) proteinase inhibitor,
clade A, member 7 precursor

15 4502149 11167.9 apolipoprotein A-II preproprotein

16 209862791 69012.77 zinc finger protein 90

17 77539758 11360.38 |histone H4

18 156104891 58205.11 [general transcription factor IIF subunit 1

19 4502067 38973.99 protein AMBP preproprotein

20 42734397 43628.38 |ubiquitin—conjugating enzyme E2C binding protein

21 61743957 28173.1 C—>U-editing enzyme APOBEC-1

22 239755764 128617.5 |PREDICTED: hypothetical protein

23 22538442 33846.23 cathepsin Z preproprotein

24 4505821 16561.8 prolactin-induced protein precursor

25 109255234 290205.6 centrosomal protein of 290 kDa

26 57863250 184587.1 terminal uridylyltransferase 4 isoform c

27 4503571 47139.37 alpha-enolase

28 206597441 50362.9 aldehyde dehydrogenase, dimeric NADP-preferring

29 4507467 74634.1 transforming growth factor—beta-induced protein ig-h3 precursor

30 222446620 124963 hypothetical protein LOC342346

31 239752583 15863.81 |PREDICTED: hypothetical protein XP_002348171

32 162809334 163759.1 pregnancy-zone protein precursor

33 4505529 23587.64 alpha-l-acid glycoprotein 2 precursor

34 58530840 331567.8 desmoplakin isoform [

35 4503009 53117.17 carboxypeptidase E preproprotein

36 118442839 37625.96 complement factor H-related protein 1 precursor

37 239758153 23120.24 [PREDICTED: similar to Ig heavy chain

38 4503143 44523.66 cathepsin D preproprotein

39 213688375 41981.82 actin, aortic smooth muscle

40 89357932 56830.53 |keratin, type II cytoskeletal 78

41 117320537 147775.9 1-phosphatidylinositol-4,5-bisphosphate
phosphodiesterase gamma—2

42 148276990 134171.8 zinc finger and BTB domain—containing protein 38

43 4557894 16526.29 lysozyme precursor

44 4504619 29111.45 insulin-like growth factor binding protein 7

45 4502261 52568.98 antithrombin-III precursor

46 75677365 507374.4 |dynein heavy chain 2, axonemal

47 4507509 23155.55 [metalloproteinase inhibitor 1 precursor

48 4506145 26541.09 trypsin-1 preproprotein

49 156627579 22522.28 tetranectin precursor

50 4505047 38404.8 lumican precursor

51 239756207 13240.43 |PREDICTED: similar to pre-B lymphocyte gene 2

52 11386161 65090.96 | collagen alpha-2(IX) chain precursor

53 4557287 53120.61 angiotensinogen preproprotein

54 50659080 47620.63 alpha-l-antichymotrypsin precursor

55 4826762 45176.59 |haptoglobin isoform 1 preproprotein

56 119392081 65676.66  [complement factor I preproprotein

57 190684677 163715.5 |mitogen-activated protein kinase-binding protein 1 isoform b

58 4557373 61093.34 [biotinidase precursor

59 33413418 42232.73 signal peptide peptidase-like 3

60 62122917 247926.3 filaggrin family member 2

61 239757666 14577.9 PREDICTED: similar to hCG2040021

_13_



[0042]

[0043]

[0044]

[0045]

[0046]

[0047]

[0048]

[0049]

[0050]

[0051]

[0052]

[0053]

[0054]

[0055]

[0056]
[0057]

[0058]

[0059]

[0060]

ZIHSd 10-2012-0129023

62 57529737 119521 PDZ domain containing ring finger 3
63 62526026 19104.11 protein CutA isoform 3
64 5729770 61209.71 tripeptidyl-peptidase 1 preproprotein

ate] & = A wpsh o] B el FAE didS o] &ste] wmd Sk wiAge] ko] g

%= 3% Cathepsin D ¢} Desmoplakin®] western blot 232 vebd 19 o]t},

s YAl e A W&
13449 AAeE Sato] & WS v s AWtk @ &) dAdE 2 wEE dAE] 9
g omR VA AomA o wgo] Wl ahy] Al ojste] AlFEE AR A A ofditt

©
ol
-
=)

A 1:1219 H7]19 53 coomassie blue $A4Y

FrE olgsted 1584 33 Y9853, Gel code blue

A7) GAE e e wel 65w5e] G AMAIeF (50mM ammonium bicarbonate in 50% Acetonitrile) = ©]
{3to] b3 @AM FaL, 100% Acetonitrile & o]-&3sto] &a) FUct.

A7 AES speed-vacuumsS ©]-&3Fo] 10837F $HH3] AXAIH T

ZAZ1 A Qo] iAo o)3sl AFPER AAHUY] wWEel, HF s&7F 1omM ©] HEE o] thelE e
2 # o] E (dithiothreitol, DIT)& ¥ o5l 56 CollA] 4587 WHEA % T},
b wdbgel o3 FEAZR -SH 717F oAl AR EBEA ESHA sr] f8] Som ool L EolA| Eolulol =
(iodoacetamide) & ©1F oAl 3084 HHGA|A -SH 7)o LA el S sk,

v
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C18 microcapillary A (12cm x 75um) <= AzFEA7 Holl F¢slo] RP-HIPLCE o] &
sl A 7o A A ST
o] 54 solvent A (3% SF4 / 0.1% formic acid) ¢ solvent B ( acetonitrile / 0.1% formic acid) &
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O -
5-45% %<t gradient (3-40% solvent B)E Z#HFUTt. (F 3)

A9l flow rate ¥ 250nL/min®]™, MSolA intensity’} 7F& & 5709 I E MS/MS st=E 3. MS/MSE=
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data-dependent scan modeZS AF8£3}al, electrospray voltage: 1.95kV, CE (Collision eneygy): 35%= %8

3HA L
[0061] dojxl MS/NSH elH &= F9 dlolguo]~E 7|Wro =2, SEQUESTE 3ote] @ulds FA4s3ith.
#Z5
[0062] Time Flow (uL/min) | Solvent A | Solvent B
0 0.2 97 3
5 0.2 97 3
45 0.2 60 40
50 0.2 10 90
60 0.2 10 90
65 0.2 97 3
85 0.2 97 3
[0063] ¥ 32 WFAIEEY AFEE LC el 27& YERE Folt).
=9
ZEH]

# #2 HoH # o

191

87

84
1
Aqueous humor sample

3 HLUBEASTI B

% £ BUBLAETI NS

19 w3 U HETHY A ENE RS AR
1] AR AT RS ANENZ
nfa

o BRSO B D A 2
o BRSO Mz N
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